RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/801, .563 



DATE: 03/24/2001 
TIME: 16:34:50 
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Output Set; 



A:\seqlist.txt, 

N:\CRF3\0324 2001\l801563.raw 
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<110> APPLICANT: Levy, Stuart, et. al. 
<120> TITLE OF INVENTION: NIMH COMPOSITIONS 
<130> FILE REFERENCE: PKZ-043 

<14 0> CURRENT APPLICATION NUMBER: US/09/801, 
<141> CURRENT FILING DATE: 2001-03-08 

<150> PRIOR APPLICATION NUMBER: 60/188,362 

<151> PRIOR FILING DATE: 2000-03-10 

<160> NUMBER OF SEQ ID NOS : 98 

<170> SOFTWARE: Patentin Ver. 2.0 

<210> SEQ ID NO: 1 

<211> LENGTH: 14000 

<212> TYPE: DNA 

<213> ORGANISM: Escherichia coli 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: ( 9174 )..( 9644 ) 

<400> SEQUENCE: 1 

cactccttgt ctgctaaaaa tgtgactcaa aaaccctttg 
tgtttacatc attacgacgt caaactgctc ctggttatag 
aacctgtttg ccaacgaaaa tttccacttc cgccagcgag 
ggcttcagct actgccggag aagcatagac caggaaacgg 
gacacgaaca atctcgcgca tgatttcata gcataccgtt 
gcgaccgtgg caggttgggc attcgttaca cagtacgtgc 
tttacgcgtc atctccacca gccccagcgc cgaaaaacca 
gtctttgctc aacgcctgct ccagcgagtg cagcactcgg 
catatcgatg aaatcaataa tgataatccc gcccagatta 
gatagcctgc gtcgcttcaa tattggtatt gaaaatggtg 
gacaaacgct ccggtattga tgtccacggt ggtcatcgct 
ataaccaccg gatttcagtt ctactttgcg ttccagcgct 
atcaaagaga tcgaaaatcg gctggcgtcc tgtgtaatgc 
gggaatgtac tccgaggtga actcaagtaa cgcttcgtaa 
aatgcggtcc agttcggcat cggcgaaatc acgcagaaca 
gccgtacagc tgataacggg tctgcgggcg ttttttacgc 
gcgtttcaga taagcggcat cggaggccag ttcagcctcg 
acggatgata aacccgccct gctcgtcgca atactctgcg 
acgttctgat tcgctttcaa tacgttggga aaccccaacg 
caccagatag cgagaaggga gcgtgatatc ggtggtcagg 
cggatctttc accacctgca ccatcagatc ttgcccctga 
gcgcaccgtg aattgctttt gttcttcacc cgccacacat 
ggatgcatga agaaacgcgg ctttatccag cccaatatct 
cggaagtaca cgacttacac gacccttgta gatattgcct 
acgttcaata tgaatttcct gcagaatacc gccatcaata 
aggcgttacg tttactaaca attcagccgt catgtttatc 
taaaattact taataattca tacgtttcaa ccagcggtaa 
tgccatttat cttcctgaca aaacagccac ccagcccctg 
tatctaacgg ttcatcgctg gcgacatagc ccgcgatgtc 
aagtcacatc ggtgaccacc aggcaatcga gaatgtgctg 



AND THEIR METHODS OF USE 
563 



ccggatggcg 
agcggttcaa 
tgtgactctt 
tcggagtcgt 
tccacggttt 
tcaatgcttt 
ttaacgctgg 
cggcggtgat 
cgcaaccgta 
tcgtccagat 
tcggtctggt 
cgctggattt 
tccagcttgc 
gtcaggcgtg 
cgctgcgcca 
tccataactt 
ccaacccctt 
accacttttt 
tgagaagccc 
cgcgcacctt 
cgaaccagtt 
tcggtgtgcg 
acaaaagccg 
actattccgc 
tacgccactc 
ccttttctca 
gccgactacg, 
aataccgtat 
ttcgtctgtt 
gctgtcggcc 



gcccagcatc 
tttgtacttt 
cgcctttcaa 
aagcatggtg 
tcaccgttcc 
cgcgggtgcg 
ttttcacccg 
cttcattatt 
actggcgagc 
tgcgatgacc 
cgataatgag 
cgttttcgac 
ttgtcatctc 
agtcaacgcg 
gcgccagttc 
tggtccagac 
ccgctgcggt 
tcaggcgttc 
ctggcataaa 
tagtgccaag 
ccgagatgtc 
gcatgatgtc 
cctgcatacc 
gtcgcgcctc 
gcgtttccga 
cgcagtgcgt 
gcgtgatagc 
gcacctgctt 
aacgttctga 
aacgccactg 



60 

120 . 
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240 

300 
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420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: .US/09/801,563 

Input Set : A:\seqlist.txt 

Output Set: N:\CRF3\03242O01\I8O1563.raw 



DATE: 03/24/2001 
TIME: 16:34:50 * 



89 ctgtcatcac 
91 cgtcgcgcgg 
93 ccgggagatc 
95 caacatactg 
97 gttcaaaggt 
99 aatacagaga 
101 cagcaagaaa 
103 tctgaaagag 
105 cgaaagcaac 
107 tttcagcgcc 
109 gccgctgatc 
111 aggcaaggcc 
113 caggttatcc 
115 tacccagcgt 
117 ggttgagcac 
119 gtcggcgcag 
121 gcgatccccg 
123 tgcggcatca 
125 gggttagcgc 
127 cctgcagtcg 
12,9 gagacaaccg 
131 acatcaccaa 
133 caaccgttac 
135 tgggtcgcat 
137 ccaacaacac 
139 ttatcgataa 
141 attttctgct 
14 3 tgtttgtatt 
145 gcccggtttt 
147 aattcacgag 

■ 149 cggatttgac 
151 accgccagaa 
153 tatgcgtatt 
155 attactcttc 
157 caccgcgcgc 
159 ccattaacaa 
161 gctcggagat 
163 tcacaatacc 
165 aaccgcgtgg 
167 cgcccggata 
169 gagaaccgta 
171 tgcgcacaga 

, 173 caccaccgat 
175 ttgcggcagc 
177 attcacgaat 
179 gcgggcttgg 
181 tttcagtcac 
183 tgcccggcgt 
185 gtgaaccggc 



ctgatgggtc 
tttctccagc 
cttcgccgtt 
ctgcgcgctc 
cacgccaagt 
agtcatagaa 
atccacggcc 
acgttaatca 
atgacgacca 
accaggtaag 
agatccagta 
aggatccaat 
ggccagggca 
ccctggctac 
cactttgcgg 
caggcgcagt 
ttgccggttc 
tctgcatcag 
cgttacgatc 
gacgcgcctg 
cgaccggata 
cacgaatatc 
cggctgcaat 
cacaaatcag 
ctttgtcgct 
caacttgatc 
catcctgacg 
gtccaagcat 
caagttctaa 
gagcattgga 
tgaacgtccc 
taaggcgaat 
ctcgtatcag 
gctgaacagg 
cacacaggtc 
acggtcaagg 
gtcggaagcc 
ggtcagcggt 
aacaccttct 
agccgaaccg 
attacgacgc 
agaggagtaa 
atcaaccacc 
catcggttct 
tgcgcggcgt 
acgcataaag 
gaagaagtcg 
acggcccagc 
acgatcctga 



tgacccgata 
acttctccgt 
tgcgcgacac 
tcctgcggct 
tgcgcaagta 
acctttattg 
agagca'cccc 
ctaaaaactc 
gcgcctgctg 
caatgatgct 
tggcacccat 
acaacaagat 
tgatttgcag 
gatagctcgc 
cggcgtagcc 
agctgcattt 
aggtaacttt 
acgttcatta 
tgccccccac 
aatcacagta 
gccttccggg 
cgtattcgcc 
tacgcggata 
cagcacgcga 
gatgaccggc 
gctataagga 
cagcggggaa 
cagcagttca 
ttggtcacgc 
aacaaagtag 
caggcggctg 
ctgtagcgac 
accaggcagg 
tcgccgccgt 
agcgggtctt 
ttacgcagca 
agttccggcg 
tcctgcagtg 
gccaggttac 
atttcgtgct 
acatagttga 
accacaccgt 
atagaaccgg 
tcaatcagga 
tcaacctggg 
ctgttgctgt 
gcgataacgc 
atctgcttcg 
cgaatggcca 



atttgcgcaa catctgcgcc 
tcaggataac gatagtatcc 
ctgcccgtgc tttctcgcgc 
gacgctgctc ctcaatgccc 
actcctgacg acgcggagaa 
cactgcaaac tgctgacgga 
attgactaca ctactccaga 
tgcccagaaa acaataatat 
ccataatgcg aggttgcgga 
catcgccaat acgcgtacgc 
cacaaaacct gtgcccacat 
gagtaacacc cagtttggcc 
caacagcgca atgaggaaag 
cactattgcc ctcccggcgc 
ctttgtggag agcgattagc 
cctgtcgccg gttgctgcgg 
ggccccatcg cgtctggcga 
gcaacacgat gcacctcttc 
agcagcagca gataacgcaa 
taagcgcgct gggtatcgag 
aaacgaccgc ccagaccgga 
ggcagatgct caagctgcaa 
tcgttgcgca gcacctggat 
ctggtcagtt tagcgacggc 
tggccttcat aaacgccatt 
tcgttaaccg tggagataac 
cccagcagct cgcgcagacg 
ctgtttttca gcaacagttc 
gaggccagcg tctgcgatac 
aaaggactga cggcggtatc 
tcggcaataa taatgccgag 
gggccacggc taaaaattgg 
gtaaacagac acttcccctg 
gcatgtcgat catttccagc 
cagcaacaac gactggaatg 
gtgcgccacc accggtgagc 
ggcactgttc cagtgcaacc 
cttcgaggat ttcattggag 
ggccacgaac ttcgatttca 
tgatacgttc tgcggtggct 
tgatagcttc gtcgaaacgg 
tcaaggagat aacagcaact 
tcgcttcaga aaccggcagg 
agacttcacg ggcaccagcg 
tcgcgccaac cggcacacaa 
gcacttgttt gatgaagtgc 
cgtctttcat tgggcgaatg 
cgtcatgacc tactgcagct 
ccacggaagg ctcattcaat 



gcatgctctg 1860 
gcacccagca 1920 . 
gccagac'gca 1980 
gtaacaatac 2040 
ccggaagcta 2100 
ctttgcgcat 2160 
acacttccgg 2220 
ccaccaccag 2280 
aaagctggta 2340 
caagcgtcga 2400 
ttacgcgatg 2460 
ggaaaacaat 2520' 
agagccagat 2580 
acgcgcaggc 2640 • 
agcaggctgt 2700 
agtcggctga 2760 
aggcaatacc 2820 
cggcgtcatc 2880 
acgttgcagc 2 940 
ttttacggaa 3000 
agtcaccagc 3060 
atcatccgta 3120 
tggcagcgcg 3180 
caccacctga 3 240 
aacgctacct 3.300 
ctgagtcacc 3360 
cgcgttctcc *3420 
ctgacgtaac 3480 
gccatccagc 3540 
catataagta 3600 
cgccaccagc 3660 
cttcataagt 3720 
cctgcatccg. 3780 
gctttgccgc 3840. 
ccggtttctt 3900 
accatgccgc 3960 
attaccgcgc .4020 
ttcagggtaa 4080 
cggacttcat 4140 
tcaccgatca 4200 
tcaccaccaa 4260 
tcagtggtac 4320 
ccagcaccaa 4380 
ccctgcgcgg 4440 
accagaacgc 4500 
tggagcattt 4560 
gcagcaatat 4620 
acgcttttcg 4680 
acgatgcctt 4740 
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RAW SEQUENCE LISTING ' DATE: 03/24/2001 

PATENT APPLICATION: US/09/801,563 TIME: 16:34:50 

Input Set : A:\seqlist.txt 

Output Set: N:\CRF3\03242001\I801563.raw - 

187 gtccttttac ataaatgagg gtattcgcag. tacccaggtc aatggacaag tcattggaaa 4800 

189 acatgccacg aaattttttc aacatactaa gggataatcc tgaaagctgg ggcggaaaag 4860 

191 aaaatccgct tactttacca- accacacgca gcagcgacaa ggcgcaaaaa tcatctgcta 4920 

193 cggtgaaaat tagtgcagtt cgtttccttt gttacaaatc tctgcctgag tccagaaagg 4980 

195 cttaatgcat cagcagcatt cctcgcctgt ttgcaaccgc" gtaaggtcat tcatctgcat 5040 

197 atgtgctgca acaatctggc gagcagacaa gcacactccc atgagacgca gcgcgcatta 5100 

199 ttctacgtga aaacggatta aacggcaggt taaaccgagt atctttgtga atattttttc 5160 

201 acgttagtat caagtggctg tgaggacgcg aaaaaatccc cttgcccgcc tgtaacaccg 5220 

203 cgctgaatca gggtctgcca ctcgcttcgc gaacgcacgc cggtggcgta aacctgggtg 5280 

205 ctggtcccgg agcaggcttc caccaggctt tgaaccagca gctggttctc cgttcgcttc 5340 

207 tcaatgtttc tgaccagccc cggatggagc ttgagtaact caacattaag ttctttgatc 5400 

209 caactggtac ttaccagcgt caaaccagcc tggttgacgg ctacccgtac ccctaaagca 5460 

211 ttcactaaac gaataacagg ttgtaaacga ctgatatgtt gacctacatc ggcctctgca 5520 

213 agttcaataa ttatgcgttt tcgttgtgat ttttcacatt gcattaacgt atcgcgcagc 5580 

215 caacgctgaa aacgcgggcg aatcagcgac tcaacggtaa cctgaatcgc cagattttcc 5640 

217 tctggccagt aacgcaatag tggaataaga cggctgattt gcagacggtc atactcttcc 5700 

219 gataagccaa actgcaagac catcggcata tactccgccg agctaacctc ttcattacca 5760 

221 tcgaagatgc ggcacatgag ttcgcgatga tgaacctgac cttcgcgagt aaccgccggt 5820 

223 ttttgataaa ggcgcgggcc gccgcgactg agcatttgct cgataagcgt acgccagcga 5880 

225 acattaccgc gtcctttttc aggcaacgag tcatcgtaaa tagcccagct attgccgccc 5940 

227 tgcaatcccg cattacgcgt ggcagactct gcatgttcca ttacctgctc ggtatcctga 6000 

229 ccactacgcc aggcgcagat accaatgtgg atcatatcgt cgcgatcgag cattttattg 6060 

231 ttcggcaagg tatcaacggc tttgattaac tgaccggcga tgctctctgc ctcttttaac 6120 

233 gtccggtgcg gtaacagcgc agcaaaatca ctgcggtggt aacgcgccag cagtgcgcca 6180 

235 gggtagcgca tcataaatgt cgacagcaga ttcgtcagag tgaagaactg ttcttcaacc 6240 

237 tggctgtgcc cccaggtatc gctcaacata ttgaaatccg gcagacgaat catcatcacg 6300 

239 atcccgtggg tacctacttt ctcctgatct tccagtaacg ttgctaactg attatcgaaa 6360 ' 

241 aagagtcggt tattgaggcc ggttttcacg tcctgggcgg cataagagcg gatcagcgta 6420 

243 tcaagacggc tgtgttgttc gcgtgcgttc tgaatttcac gaagcagcgt atccagcgca 6480 

24 5 ctgctggttc tgggcggcca ttcatagatg gttcccaaca cattagagcc acgctcaccg 6540 

247 tttaagatac gagtagcccg ggtttccagc aattcttgcc cggcaagttg ccgttgtaac 6600 

249 cagcgtaccg ccaggaagag cataacaatg ataaagccaa tcgcccccgt gagcggcgcg 6660 

251 gtggtcatca acgaatggaa atagttgccc atcggatcct gataaaccag acgcaacgac 6720 

253 atccccggat gctttatcaa cggaacgctc agttcgcgaa acagatcgct ggagccaact 6780 

255 ggacgataac taccatttct ggccagggta taaacctgtt tatcaccatg gagcaggtct 6840 

257 acacgaacga tatctgccga catcattaat tcggtaattt gtggccttaa tacgctgaag 6900 

259 tcattcgaca caaggtgggt atcaatcgcc gtcgccaccg cctgaacgcg atgactaaac 6960 

261 ttatactgaa tggcgttgta gaaacttagc gaacagccca gcaaagtcac aaaaattgtt 7020 

263 aacccggtga gcagcgtaac aaaggccgaa aatttcgtcg ttaatctcat ccttgtgtta 7080 

265 actccgatag tgaggaagcg ggcatactag caaatcagat ttatctcgca atttattgcg; 7140 

.267 cttcatcggc tttgcttttc cattagcgag tatagtcttc agaaattatt ttccaatcca 7200 

269 tcatgcacat gaggaccact tatgcaggcg ttacttttag aacagcagga cggcaaaact 7260 

271 ctcgcatcag tacagactct ggacgaaagt cgcctgccgg agggcgatgt cacggtcgat 7320 

273 gttcactggt cgagcctgaa ctataaagat gcgctggcga ttaccggtaa gggaaaaatc 7380 

275 atccgtaatt ttccgatgat tcctgggatc gattttgccg gaactgtacg caccagcgaa 7440 

277 gatccgcgtt ttcatgccgg tcaggaggtg ttactcactg gctggggcgt tggtgaaaac 7500 

279 cactggggtg ggctggcgga gcaggcgcga gtgaaaggtg actggctggt tgccatgccg 7560 

281 caagggctgg acgcgcgtaa agcaatgatt atcggtactg ccggttttac cgccatgctg 7620 

283 tgtgtgatgg cgctggaaga tgccggtgtt cgcccgcagg acggggagat tgtcgtgacg 7680- 
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RAW SEQUENCE LISTING DATE: 03/24/2001 

PATENT APPLICATION: US/09/801,563 TIME: 16:34:50 

Input Set : A:\seqlist.txt 

Output Set: N:\CRF3\03242001\I801563.raw 

285 ggtgccagtg gtggcgtcgg cagtaccgcc gtggcgctgc tgcataagtt gggttatcag 7740 

287 gtcgttgccg tttccggtcg cgaaagtacc catgaatatc tgaaaagttt aggtgctagc 7800 

289 cgtgttctcc ctcgtgatga gtttgccgaa tcccgtcctc tggaaaaaca -agtctgggct 7860 

291 ggggcaattg acaccgttgg cgacaaagtg ctggcaaaag tgctggcgca aatgaattac 7920 

293 ggcggctgcg tggcggcctg tggtctggcg ggtggtttta ctctgccaac cacggtcatg 7980 

295 ccatttattc tgcgtaatgt ccgtttgcaa ggggtggatt cagtaatgac gccaccagaa 8040,^ 

297 cgccgcgcac aagcctggca gcgactggtc gccgatttac cggaatcatt ctatacccag 8100 

299 gcggcaaaag agatatctct gtcagaggca ccgaactttg ccgaggccat cattaataac 8160 

301 cagatccagg gtcgcacgct ggtgaaggtt aactaaccat ttagcaggga ataataagag 8220 

303 agggaactca ttttgaaatc attattcaat cggttaacgg gaaaagcggt tagccggaca 8280 

305 gctttcgtcg aacaccttgg tcaggaagtt atacaacatc atccaaactg gaaagtcatg 8340 

307 atttcgactg accacaaatt gatgcgcatt gatactccac taaacagcta ttattgatac 8400 

309 gcctccgtcg cctgttaggt ttatgttgct ttgcctgggc gacgctacgc ttagcccctt 8460 

311 acttatttct ggtaccatgg ggtgaataat ctgattttgt ttgactacaa attaatcact 8520 

313 cgaacctatt taatgctgag cattgtcaat cggttaattt tgcgtgcttt agcattcaca 8580 

315 tctatccaga cgatgcagtg aaaattgggt aatccccagc aaccgctgcg taatgtcgtc 8640 

317 tatcttgtcg cgatcctggc atccctacat tatttgtggt ctgtgaagat tatctcattg 8700 

319 cagcccctca tcttcgcagg gctggctttt cagcttttca ccttacgtta taagaag,ttc 8760 

321 cgtcgatgat ggcgctaatt tcgtgaattg tgcggcttgt tgcaaattac acggtgttga 8820 

323 aggttattta catgttagct gttgattatc ttccctgata agaccagtat ttagctgcca 8880 

325 attgctacga aatcgttata atgtgcgacc tcgtcctccc tgacgcagtt tttgcgctgc 8940 

327 ggaaaaggtg acattggcgc aacgaaggta tattttgttt tttgccggag gatagcagca 9000 

329 gatcgctgca caatgtccgt caagtctaac attgacactc tggggcaaaa tagaccggcg 9060 

331 tcccggcctg ctggaattta tcgctatgca tacagctgtc ggggcatacg ctttacagac 9120 

333 ggcggtgaaa cgcctgtcac aatcacacta aacaaagagt acggaaccca etc ^tg 9176 

334 Met 

335 , ' . 1 



337 


gat 


att 


cgt 


aag 


att 


aaa 


aaa 


ctg 


ate 


gag 


ctg 


gtt 


gaa 


gaa 


tea gge 


9224 


338 


Asp 


He 


Arg 


Lys 


He 


Lys 


Lys 


Leu 


'He 


Glu 


Leu 


val 


Glu 


Glu 


Ser 


Gly • 




339 








5 










10 










15 








341 


ate 


tee 


gaa 


ctg 


gaa 


att 


tet 


gaa 


ggc 


gaa 


gag 


tea 


gta 


cge 


att 


age 


9272 


342 


He 


Ser 


Glu 


Leu 


Glu 


He 


Ser 


Glu. 


Gly 


Glu 


Glu' 


Ser 


Val 


Arg 


lie 


Ser 




343 






20 










25 










30 










345 


cgt 


gca 


get 


cct 


gee 


gca 


agt 


ttc 


cct 


gtg 


atg 


caa 


caa 


get 


tac 


get 


9320 


346 


Arg 


Ala 


Ala 


Pro 


Ala 


Ala 


Ser 


• Phe 


Pro 


Val 


Met 


Gin 


Gin 


Ala 


Tyr 


Ala 




347 




35 










40 










45 












349 


gca 


cca 


atg 


atg 


cag 


eag 


eca 


get 


caa 


tet 


aae 


gca 


gee 


get' ccg 


gcg 


9368 


350 


Ala 


Pro 


Met 


Met 


Gin 


Gin 


Pro 


Ala 


Gin 


Ser 


Asn 


Ala 


Ala 


Ala 


Pro 


Ala 




351 


50 










55 










60' 










65 




353 


aee 


gtt 


cct 


tec 


atg 


gaa 


gcg 


cca 


gca 


gca 


gcg 


gaa 


ate 


agt 


ggt 


eae 


9416 


354 


'Thr 


Val 


Pro 


Ser 


Met 


Glu 


Ala 


Pro 


Ala 


Ala 


Ala 


Glu 


He 


Se'r 


Gly 


His 




355 










70 










75 










80 






357 


ate 


gta 


cgt 


tec 


ccg 


atg 


gtt 


ggt 


act 


ttc 


tac 


cgc 


acc 


cca 


age 


ccg 


9464 


358 


He 


val 


Arg 


Ser 


Pro 


Met 


val 


Gly 


Thr 


Phe 


Tyr 


Arg 


Thr 


Pro 


Ser 


Pro 




359 








85 










90 










95 








361 


ga'e 


,gca 


aaa 


gcg 


ttc 


ate 


gaa 


gtg 


ggt 


cag 


aaa 


gte 


aac 


gtg 


ggc 


gat 


9512 


362 


Asp 


Ala 


Lys 


Ala 


Phe 


He 


Glu 


Val 


Gly Gin Lys 


val 


Asn 


val 


Gly 


Asp 




363 






100 










105 










110 










365 


acc 


ctg 


tgc 


ate 


gtt 


gaa 


gee 


atg 


■ aaa 


atg 


^tg 


aac 


eag 


ate 


gaa 


gcg 


9560 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/801/563 

Input Set : A:\seqlist.txt 

Output Set: N:\CRF3\03242001\l801563.raw 



DATE: 03/24/2001 
TIME: 16:34:50 



366 Thr Leu Cys He Val Glu Ala Met Lys Met Met 

367 115 120 

369 gac aaa tec ggt acc gtg aaa gca- att ctg gtc 
370'^ Asp Lys* Ser Gly' Thr, Val Lys Ala.^ lie Leu. Val 
371 130 ,135 140 

373 gta gaa ttt gac gag ccg ctg gtc gtc ate gag 

374 Val Glu Phe Asp Glu Pro Leu Val Val He Glu 

375 .150 155 

377 atgctggata aaattgttat tgccaaccgc ggcgagattg 
379 tgtaaagaac tgggcatcaa gactgtcgct gtgcactcca 
381 cacgtattac tggcagatga aacggtctgt attggccctg 
383 ctgaacatcc cggcaatcat cagcgccgct gaaatcaccg 
385 ggttacggct tcctctccga gaacgccaac tttgccgagc 
387 .atcttcattg gcccgaaagc aga'aaccatt cgcctgatgg 
389 gcggcgatga aaaaagcggg cgtcccttgc gtaccgggtt 
391 gatatggata aaaaccgtgc cattgctaaa cgcattggtt 
393 tccggcggcg gcggcggtcg cggtatgcgc gtagtgcgcg 
395 tccatctcca tgacccgtgc ggaagcgaaa gctgctttca 
397 gagaaatacc tggaaaatcc tcgccacgtc gagattcagg 
399 aacgctatct atctggcgga acgtgactgc tccatgcaac 
401 gaagaagcgc cagcaccggg cattaccccg gaactgcgtc 
403 gctaaagcgt gtgttgatat cggctatcgc ggtgcaggta 
405 aacggcgagt tctatttcat cgaaatgaac acccgtattc 
407 gaaatgatca ccggcgttga cctgatcaaa gaacagctgc 
' 409 ctgtcgatca agcaagaaga agttcacgtt cgcggccatg 
411 gccgaagatc cgaacacctt cctgccaagt ,ccgggcaaaa 
413 ggcggttttg gcgtacgttg ggagtctcat atctacgcgg 
415 tatgactcaa tgatcggtaa gctgatttgc tacggtgaaa 
417 cgcatgaaga atgcgctgca ggagctgatc atcgacggta 
419 cagatccgca tcatgaatga cgagaacttc cagcatggtg 
421 gagaaaaaac tcggtcttca ggaaaaataa gactgctaaa 
423 ccggcctttt ttattactgg ggatcgacaa cccccataag 
425 acccatcagg gacaaaaaat ■ ggacactcgt tttgttcagg 
427 gcgctggggc tgaccctttt gtatctggca, gtttggttag 
429 gttgcccccg gttttaccgg ctttccgcgc tggtttgaga 
4 31 ctgctgttta ttggactgtg ctgggcgatg gtgaaattta 
433 gaggatgacg atgcagcttg aagtaattct accgctggtc 
435 cggtatctcg gtttatgcga tgcgtaaacg gagcaccggc 
4 37 cctcggc'agc cgctctatgg gcggtattgt gctggcgatg 
4 39 cagtgccagt tcgtttatcg gcgggccagg agctgcttat 
441 attgctggcg atgattcagc ttcctgcagt ctggctttca 
443 gtttgcgatt cttgcgcgcc gctacaatgc agtgacgctg 
445 ctaccagagt cgtcttctgg tgtggctggc gagtttgagt 
447 tgcgatgacc gtgcagttta tcggcggtgc gcgcctgctg 
4 49 ttatgaaacc gggctgctga tttttggtat cagcatt'gcg 
451 ctttcgcgcc agcgtgctga acgacaccat gcaagggctt 
453 tgtgctgctt attggcgtag tacatgccgc tggcggctta 
455 gcaaaccatc gatccgcaac tggttacgcc acaaggcgct 
4 57 ctttatgacg tcgttctggg tactggtgtg ttttggcgtg 



Asn Gin lie Glu Ala 
125 

gaa agt gga "caa ccg " 

Glu ,Ser _Gly Gin Pro 

• / 

taa cgaggcgaac 



cattgcgtat 
gcgcggatcg 
ctccgtcagt 
gcgcagtagc 
aggttgaacg 
gcgacaaagt 
ctgacggccc. 
atccggtgat 
gcgacgctga 
gcaacgatat 
tactggctga 
gccgccacca 
gctacatcgg 
ctttcgagtt 
aggtagaaca 
gtatcgctgc 
cggtggaatg 
tcacccgttt 
gctacaccgt 
accgtgacgt 
tcaaaaccaa 
gcactaacat 
gcgtcaaaag 
gtacaatccc 
cccataaaga 
tagccgctta 
tggcctgcat 
tctatcgcga 
gcctatctgg 
accttcctta 
acgctcaccg 
aaatacgggc 
ctcggtattc 
aacgatatgc 
ttgctggttg 
gaaaccgcgg 
ttatataccg 
gtgatgctga 
agtaacgcag 
gacgatattc 
attggcctgc 



tcttcgtgcc 
cgatctaaaa 
aaaaagttat 
aatccatccg 
ctccggcttt 
atccgcaatc 
gctgggcgac 
tatcaaagcc 
actggcacaa 
ggtttacatg 
cggtcagggc 
gaaagtggtc 
cgaacgttgc 
cctgttcgaa 
cccggttaca 
cggtcaaccg 
tcgtatcaac 
ccacgcacct 
accgccgtac 
ggcgattgcc 
cgttgatctg 
ccactatctg 
gccggatttt 
cgctttcttc 
ggcgcgctgg 
cttatctggc 
cctgacgccg 
tatcccactg 
tggtggtgtt 
atgagtattt 
cgacctatat 
tgggctgggt 
tcggcaagaa 
tgtttgcccg 
cgttcgttgg 
cgggtattcc 
cctttggtgg 
ttggcaccgt 
tacagacctt 
tgtcgcctgc 
cgcatactgc 



9608 



9654 



•9714 
9774 
9834 
9894 
9954 
10014 
10074 
10134 
10194 
10254 
10314 
10374 
10434 
10494 
10554 
10614 
10674 
10734 
10794 
•10854 
10914 
10974 
11034 
11094 
11154' 
11214 
11274 
11334 
11394 
11454 
11514 
11574 
11634 
11694 
11754 
11814. 
11874 
11934 
11994 
12054 
12114 
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VERIFICATION SUMMARY DATE: 03/24/2001 

PATENT APPLICATION: US/09/801,563 TIME: 16:34:51 

Input Set : A;\seqlist . txt 

Output Set: N:\CRF3\03242001\I801563.raw 

L:9 M:270 C: Current Application Number differs,. Replaced Application Number 

L:10 M:271 C: Current Filing Date differs/ Replaced Current Filing Date 

L:979 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 3 - . - 

L:983 M:336 W:. Invalid _ Amino Acid Number in Coding Region, SEQ ID:3 

L:987 M:336 W: Invalid Amino Acid Number' in Coding Region, "SEQ ID:3 " - 

L:991 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 3 

L:995 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:3 

L:999 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 3 
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Invalid 
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Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID 
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Number 
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Coding 
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SEQ 


ID 
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W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID 
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1015 
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W: 


•Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID 
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W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID 
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Number 
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Coding 
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SEQ 


ID 
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W: 


Invalid 
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Number 


in 


Coding 


Region, 


SEQ 


ID 
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Number 


in 


Coding 


Region, 


SEQ^ 


ID 
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Number 


in 


Coding 


Region, 


SEQ 


ID 


3 


L 
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M 


336 


W: 


Invalid 
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Acid 


Number 


in 


Coding 


Region, 


SEQ 


ID 


3 


L 
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336 


W: 


Invalid 
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Number 


in 


Coding 


Region, 


SEQ 


ID 
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W: 


Invalid 


Amino 


Acid 


Number 


in 


Coding 
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SEQ 
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Coding 
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SEQ 
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1055 


M 


336 
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SEQ 
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SEQ 
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Coding 


Region, 


SEQ 


ID 


36 



L: 17986 M:336 W: Invalid Amino Acid Number in Coding, Region, SEQ ID: 73 
L: 20304 M:336 W: Invalid Amino Acid Number in Coding Region,' SEQ ID: 83 
L: 22709 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 93 
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